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Available new and legacy samples (02/2019)
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FinnGen Disease Groups in new samples §
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High impact variants %
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Category: Circulatory system

ncludes ICD-10 codes: 1422: Other hypertrophic cardiomyopathy Carrled by 6% Of cases
C | exclusion: Other h di *

Setaied nfo on endpoint defintion <1 in 1000 controls
FINNGEN:135 cases, 75137 controls EnriChEd in Finland 4X
UKBB: 57 cases, 361137 controls

n-values smaller than 1e-10 are shown on a log-log scale
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Towards Global Partnership %
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* Project has access to 240 000 biobank samples 1

« 170 000 genotyped l
« GWAS and PheWAS analyses have been performed to 146 000
study participants

* First analysis results implicate new significant associations in both
common and less common diseases



FinnGen 2019 tavoitteita §

- Nopeuttaa naytekeraysta FINNGEN

- Kansainvaliset Meta-analyysit ®
- Valmistautuminen FinnGen2:een |
- Demonstraatioprojekti, osoittamaan FinnGenin arvo

- Analyysitydkalujen ja analyysiympariston kehittaminen

- Loydosten jalostaminen kliinisiksi tutkimuksiksi

15

FinBB ja FinnGen

- Ensimmaisten add-on projektien kaynnistaminen

- Olemassaolevat laboratorioanalyysit
15
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